[2019E = O{EH7|

[=1 3
=1,

[2019 KSMS O{EH™7|st=Ll 2|

A2
ORt
fot

=] M5 MM FAE|2E]

<SYM 1> Mass Spectrometry on Clinical and Ay (ctEietm)
Biomedical Research A0S (sHE0ME 7|20 1)
29€(8) / 12:55~14:55 (120min) / &=AMePd
TIME k! o HEM =
Serum aldosterone and plasma renin activity
12:55~13:15 2142 = AIR}O| 2 RY for the diagnosis of primary aldosteronism.
(202) LAY L= AE|EZF (Primary Aldosteronism)2|
FEtS Qo Y=AHE W gHEHE A
13:225(;;5);:35 FAPNES| StEIo|C| RIEFAALO|E I} Mass Spectrometry in Clinical Microbiology
13:35~13'55 What clinical doctors really know about mass
' >0&! ' o st OtFCHet o st A spectrometry; Toward clinics “Bench to
(20=) Bedsied to Population”
Comprehensive Phosphoproteome Analysis of
13:55~14:15 " = = Human Blood Plasma shows the Potential as
yyE=2 DE=TSH7| =9 AHEHIS Y
(208) =8 FASIEE aates Biomarker Discovery Source for
Neurodegenerative Diseases
14:15~14:35 S = = Metabolic signatures of cholesterols and
et e L g A :
(20%) 2 Sr=arezlE AT EKIST) adrenal steroids in preeclampsia
14:35~14:55 SIS o Clinical Application of Steroid Profiling in
Meo|tf WEH|Ljx
(208) agel T2 oI = H L Adrenal Diseases
.| EY @Faersd)
<SYM 2> MS Fundamentals & Elemental Analysis | _ __ o N
F54 (RE0E)
292 (%) / 12:55~14:55 (120min) / =M0O
TIME g8 a HEMS
12:55~13:15 B R A = EetE et Tracing the source of environmental pollutants
(208) e SlAEF 2 M ME in various matrices using MC/ICP/MS
13:15~13:35 = =~ - Comparision of ICP-MS, ICP-MS/MS and
A& M ey E N [ | '
13:35~13:55 o[l FFE7|=# Application of spICP-MS to the transport and
(208) ° X #&E8 32 (GIST) fate of metal nanoparticles in environments
New approach for environmental pollutant
13:55~14:15 - imaging in plant tissue by laser ablation
TX0 O™ MIHJFOI A A
(202) ALBOF ARIBAT inductively coupled plasma mass spectroscopy
(LA-ICP-MS)
14:15~14:35 Multipoint normalization of 880 of water
(202) 2 | e=REEZIETH against the VSMOW2-SLAP2 scale with an

uncertainty assessment
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<SYM 3>

Food & Agriculture

29(2) / 12:55~14:55 (120min) / =A{0|%&

TIME 49 e LHM=
12:55~13:15
05 A8e | (@)
13:15~13:35 Development of Analytical Method and
' 508! ' d8= ot Al Zatst AT Method Validation for Food Additive and
(20-) Residural pesticide
13:35~13'55 Analytical methods of illegal compounds and
' 20&! ' ! st 7|sA ST veterinary drugs in foods by HPLC and
(20:T) LC-MS/MS
13:55~14:15 x| O] % Al L O| OFZZ O} X TH JL © SithE QHHEZ|E ot
(20%) HEE | AsdsEnngsta PLS(31 8 2 LS 2 2Ha|H 2)2| 0|3
14:15~14:35 Development of LC-MS/MS Software for
: 50! : QSHH] ISP =1am] Revealing lllicit Erectile Dysfunction Treatment
(20-F) Drugs using an Atrtificial Intelligence Approach
14:35~14:55 olare =EXSH 2= Construction of RDA Functional Compounds
20%) | A= Al A Shed oF Database from Agro-food Resources and
(0= Te=Eee Web-based PLS-DA
, deF (7P HHOIRMATSHEY
<SYM 4> Pharmaceutical N
22 (Z=0s

29¢€(7/) / 15

:10~17:10 (120min) / =AM0O|H

TIME k! =~ HEMS
<Keynote Speaker>
15:10~15:40 oxo ] o
30%) TS T USA Importance of Bioanalysis in Drug
- Development
15:40~16:00 =S = el The Role of CYP2J2 in Drug Metabolism and
inl¥cr| A2 &t OFsHC|SH
(208) Tee S5t S Drug Interactions
16:00~16:20 Ve ALEIR|OF Identification of Drug Metabolites by LC-HRMS
(208) ° == and Application in New Drug Development
16:20~16:40 Evaluation of cannabinoids analysis in
' 508! ' W54 = S tstEAA T E biological samples of short- and long-term
(20=) consumers of hemp seed products
A0 1T CH 74 &K
16.?;)0 ;3.00 SR E|.||O|?|OE-"00| spst A ) Hair Analysis of the lllicit Drugs
e [ : o B |
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SYM 5 MS for Metabolomi OI=8 (Fackem
< > or Metabolomics
gas (HE7| XK A7)
29¢(5) / 15:10~17:10 (120min) / =AM =
TIME ks e YHEM=
<Keynote Speaker>
15:10~|l5:40 =P 27| XSRS Metabolomics approaches for identifying
(30=) metabolic signatures and networks underlying
disease
Metabolomic Study on Organic Acids, Amino
15:40~16:00 HH O = Sl Acids and Polyamines in Rats following
&S| LK CHstm QkstCyst . o . .
(208) =e et SFeimie) Intraperitoneal Injection with y-Hydroxybutyric
Acid
16:00~16:20 == ~ ~ Integration of metagenome and metabolome
= g M2C g|F_| o| ntCH st ) o . .
(202) a T2 =t 2l data provides insight into human disease
16:20~16:40 Multi-omics Studies Reveal the Therapeutic
' >0s! ' XA ot otolst 7 3 Mechanism Underlying a Herbal Remedy for
(20=) the Treatment of Metabolic Syndrome
16401700 | xg | BRCER LS b Lntrgotd Ml e
=] +o= EXFRICE OIARM|
(ZOI_) |_x|-|_ I_I- o o I_E-I |Schemia
NEZ @7 =T ee)
<SYM 6> Environmental & Geochemistry 48z (FXAHFD)
482t (d5ost ) Support
292(F) / 15:10~17:10 (120min) / =A2td
TIME 49 o LENS
ot A <Keynote Speaker>
15:10~1540 | 5y = e 7|=H Yo P . ,
(308 =SS x| pstA D s Nanoparticle formation in the ambient
atmosphere in the Arctic region
15:?;)(;_;_?:00 o8 s SHQFCHSHM ofstrlst ADME properties of phthalate alternatives
16:00~16:20 Monitoring of alkoxyalcohols and quaternary
‘ S0 : 0| ™ off st=2atst7| s ammonium compounds in wet wipes using
(20=) mass spectrometry
16:20~16:40 | LI7t2 SaMstn X[zt AFME | Noble Gas Mass Spectrometry and Its
(202) HO|AA =SX|HFA Application to Extraterrestrial Samples
16:40~17:00 Shat 3| Ix|ALA Petermination of Eb f':md. Sr isotopes in polar
(202) ice using thermal ionization mass spectrometry
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New Technologies for MS: AHE (Z3netw)
<SYM7> . . o x N

Direct Sampling MS A (eh=el=0itet
302 (&) / 08:50~10:50 (120min) / =A{0|7&

TIME 49 o HN =
<Keynote Speaker>

) Conformational dynamics of interactions
08:50~09:20 | Zhongping | The Hong Kong between class A B-lactamases and B-lactamase

(30:) Yao Polytechnic University inhibitory protein: Insights revealed by mass
spectrometry and molecular dynamics
simulation

09:20~09:40 Current Status and Challenging Issues of
: S0 : PPN SH2 Q|20 Lt F}Etut Ambient Desorption lonization Mass
(20%) Spectrometry

0911(15)(;1()):00 X GAl St |72 Multi-omics analysis of amyloidopathy

. . Towards full-scale and full-dimension mass

10'030,10'20 o|7|=2 o= 7| =1tk X| f 3 spectrometry:

(20=) new high-resolution SIMS

10:20~10:40 Laser desorption/ionization (LDI) mass
' 508! ' RV ES GMICHErm AMAXHS St spectrometry based on nanomaterials for
(20=) biomedical applications
s> | S for Protein Anaive A0y (PR ET|5Y)
< or Protein Analysis
d PR (Mo
302(3&) / 08:50~10:50 (120min) / =AM 0|

TIME g9 ok HH =
<K te Speaker>

08:50~09:20 Julian University of California EYnote speater
y .

(30%) Whitelegge | Los Angeles (UCLA) Intact Membrane Proteln Mass Spectrqmetry,
Top-down Proteomics and the Proteolipidome
<Keynote Speaker>

h ) ) ‘ Discovery, Synthesis, and Functional
09:20~09:50 lvan K. The University o Characterization of a Novel Compound for

(308%) Chu Hong Kong Neurodegenerative Disease: From Ischemic
Stroke, to Bioanalytical Chemistry, and to
Fundamental Elucidation

ALy |2¢
09:50~10:10 2ho oﬂiﬁof::;'rﬂ—%lfla Development of plasma protein signature for

(208) e== (DGIST) == breast cancer diagnosis in clinical practice

10:10~10:30 - MNerystm Prgteomic topology mapping of endoplasmic

50 UENM IBS RNA Sl7ich reticulum proteome in living cells via

(20=) = enhanced proximity labeling workflow

10:30~10:50 Proteome analysis using formalin-fixed paraffin

'(20.:.)' 482 MEO0AEH R embedded block sample for translational

= research
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